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Uteroglobin exonl 5 untranslated region (UTR)S] ##Ac}9 o)
IgA A3 AYS GuPEHA ot 9B
s, A48, 287, WER, 984, A7y, @34, Y43, 94
MNEdd visttayd, Hedaaye Jddgada,

Uterogiobin (UG)E ¥A5 245 AAZYAE & 2 WPy eM Qa9 o8 T4 Juge Faho)
ot Zheng & UGH Sl #33 22 4ol dMel ga AWET fAMS AlPANGo] YRS B8
o (Natre Med. 1999, 5:1018). UG exon1®] S'UTRE th transcriptional factorol T binding site® 7}A 3 glol
#2824 g yo] UG B o4& 7lAE 4 U s & WESD gk ARELUG exonld 5 UTR 24
5 38UA Askel 82t A (adenine (A) > guanine (G)0] SR AR YA FRE v)H gA AHBe] VY B
oAd Aolzte shgstel & ATE TARA AGUdRFUois 1ga A¥F o2 Aown sdol4 Ay
A 603 & ez $REAdM DNAR F&E ¥ heteroduplex analysis, DNA sequencing, PCRY A @ XA X2 §
Aldste] fda g4 detsgon o Agg AdYy AR, YA Y 1gA-Hbronectin complexd] ¥ 3
ulstoict. 60l ol Yids] fAK dYd WEE ZARD GxEY UEe Arsgds. £3 o
FH fAda el @AYol dPE T Polur st AB R SUTRY GE ZE SUTRE %
7} cloning3to] luciferase assay'§ ©.3 MUY I @ waselc}

. iga AWF 839 A SUTRY 38U d4bo] AAQl W97t 179(28%), AGY 47t 26%@I%)0IR 2ol
GG A47H 1738w o2 FAd2F 139(22%), 36F(60%), 11(18%)3} vl Retel Hdzt oA olgel W
=& Aol7 gi%ich 60 9l IgA A E BB 36.570 Y(60-170; median, range)?t FHUHEAE o N creatinine
(Cnol 2.0mg/dL o] 2.2 Z7hstAY 21Agke] 2ol e s F7Hg A9E 1990t 0§ RHA olgier 7
Fato] 29 AA type 1795 8ol Al, AG type 265 100, GG type 1783 1WA ANaAse Hao] wgs o]
AA typed 79 ALA@el I 9194 GG typeol Hiate] 760 (p=0.0307)R LM AG type ¥ AS GG typesd H
o savk (p=0.06)l HUAE 7D UAAUTE UG AHA olge] ME PHuB Y AR, EH A BE,
1gA-fibronectin complex FEol & &tol7t glolch ZH A ¥4 Crgk® AA type 1.5mg/dL, AG type 1.3mg/dL, GG
type L.Omg/dLE AA, AG typeo] GG typeolh vlsh #2817 wolel (p=0.010, p=0.033). A A 8ol Agg Pate} A4
A28 & 7HA g2 Alolgl ol BRI Aoz §Lh SUTRE cloning8lod ASH G 94te} Hols} o
WAL olE 7tAL=71E HAs7] At luciferase assay® Al MU E W AY A9 Gof vl WA
=7t 70% #iEg

ol 49l Aoz AAEL IgA AW Fe Aol UG exonl & UTRY $H A thgAo] ol A ol FPF
2 A9 ArI 5 ¢ 7Hal UG @R Egd AojohM AAERE Aoleks He4g AAsgct
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2% Transforming growth factor-B1 55 IgA Al939 14
YEH, AT, A, vhAk, olx S, WES, AEY
opF-cletm el spefel A duia, dg g

Transforming growth factor-p (TGF-8)t= 4123 3} %Al Bt cyokine £.24 g AgdAPe] B4 A
gol @ AL BE Aoz g Aok 2@AM 9] TOFP ¥E& 429 TGFP HHE wadein ue}
A ode] @ A7 Z@A AW TCRPFES Folte HeE gelal vk ey A3s A4s A
TGFf Fxote] @Alel die A43 AFE A AR, olad & AlFa) AEofM £W TGF-po} hsted
o 28 A7dAHst Basich B QFAES gA AWF #@ale) 49 TGFH EER B A% TCRP ¥
E7 A AHE A viAe J%& delenal #gch A 23 FAlE B3 37 Pl [ga 493 Yxte
&g HA oM 8.0 + 95 U] A Ble] ELISA £ ol TGF-Pl B8 A0 & PAol A creatinine
€0 558 &8t TGF-BI/Cr ¥l (pg/mg)B T8t . End point & 1.5 712 94 Cr o] & W5 449
L5 S7hke Heg siglvh 12 HY A7 AolM di2FosA AW g FHNAT dRF o A LY
g2 A TGF-Pt B EE 22t 0.24 £0.18 pgmg, 1.07 + 1.17 pgimg 12T} (p=<0.001). Cox regression analysis ol
A} 220 TGF-B1 2ol end point A ool Fol8tg o0 (p=0.043), ol (p=046), WHEYY (p=076), H& €4 Cr
E=036% 2 4Y Pk @E=009t 297 4stch dEzFe 29 TGF-Hl F5+ 2 sundand deviation (0.6
pe/mg)e cutoff point 2 [ga AWE A& FToE U0l Kaplan-Meier analysis S151& # 29 TGRpL 5%
7} 06 pgimg 1 B29] end point EEEC] RIEA ERLO (p=0.007), stratification factor P& Al WYY
110mmig 018} (p=0.008), &% 3.5g/day ©]18} (p=0.009), WH Cr 1.5mg/dt |3} pP=001)lA] BANHOE Ko
staltk 9 Cr & 2 TGFPI FE JuTAr AL, (=050, p=0002), 28 TGF-PI ¥E7} 0.6 pg/mg
o}l ell4 olgtd T BTt ®RATE (144 £ 0.5 mg/dl, 1.14 £ 027 mgAdl, p=0.04). ¥ F YL 10mmilg, Tk
35gMay, B Cr 15Smg/dl & 7|£22 2} £ PO 8 Lro] Kaplan-Meier analysis 8131 & ® end point £%o] B
AMaRE fa48 2ozl glch ABH o2 4w TGFPI $EE IgA AW% 299 independent risk foctor 0|
o] GF A& 2AUF2 v& A dFAR a7 de} ¢ Aol
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