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1. Exon 149] Ala 570 Val 9 ®¥ol¢} intron 139] +5 insertion A EQ ol A tz=T 10099
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2. 2T A exon 49 Thr 180 lys EQWolE 3919 heterozygous mutation®] #Z = 3Ach

3. =T A exon 109 Asn 406 His EdWoli= 549 heterozygous mutation®] &S}

4. REZAA $1 5989 compound heterozygous mutation® #EH A Fket
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