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Mycophenolic Acid”} w45 33
A IA2A X4 PDGF] ¢]3 NAD(P)H
Oxidase, 84443, Mitogen-activated
Protein Kianseodl] n]x]& <33k

AR - wHE - shEEe

S F:IAYPPZATY F& ArlololN st AR ¥ FUAHNT o 2AH 1Y
9] $2% 7]do|tt. Mycophenolic acid (MPA)E 783 AIJAAZA vht AT FHT F4
AA AFE Holm gou, AXES|HA whgd wel b2 7Ae) Aol AAIFHUA 2 7L
MPA7F AZEY FSAZAGA AN AZ (reactive oxygen species)® mitogen-activated protein
kinases (MAPK)ol thgt AAEFE Holx 71F 97438 EdiZ PDGFA 93 fr=d 87 d44
AR FHo)A BPALZ] FH YAAEZ LA dE NADP)H oxidaseo] i MPA9 &
H4Z dFstAch

4} B : Sprague-Dawley 4l FHA 5ol 2l dAHFBZAEE 10% Felot8He] 78 MEM
wix]oll A widsted Aol AMgstch @ A wigdoz 4847 Fok widsle Hxe 4L FY
3A2) ¥ PDGF-BB 10 ng/mL& AH&3lo] AF3tw, Zh G489 T PDGFE Fo38t7] 1A% A
o Agstdct MEe 42 [H3]-thymidine incorporation ¥ MTT, NAD(P)H oxidase subunit®]
mRNA%2 RT-PCR, A X #A4MN4LZe A3led 217t DCFH-DAS AHE-3 flow cytometry, 1]
I MAPK #%2 Western blot analysis 3-8 AH-slth

& 3} : PDGF %< % 48A1%tel [H3]-thymidine incorporation® MTT ZtZt dl&9] 344¢}F 1.7
v 5Eol] AEU BAAAZL 164, p38 MAPK @43 394, 8la 10 ERK &43= 334
Z7bE 0tk MPAS] AEZF e oidk IC50<¢ 100 nM-1 uM Ao}, 10 nM o]4oj A AJatAaE S,
M ol gl A ERK$} p38 MAPK &43tE °iAldt%ch. NAD(PH oxidase subunite] tig mRNA £
& PDGF %9 ¥ p22phox, pd7phox 2 MOX19] mRNA7Z A|7ta} &7l F718ke] 2447k H oA
2 H9rtt. MPAE PDGFel 93 p22phox mRNA & 234 At £33, NADP)H oxi-
dase 9A|AIQl diphenyleniodonium (DPI) 100 nMe X9 =2 AXd AA2% 9 ERKS p38
MAPKE 9A|sgict

Y B: ¥ 47278 PDGF 5o F fEse SBFHIALY FHAX 40453 MAPK 73
27} Bdsin], MPA7F 8444Ze] 31 AAZZ2 NAD(P)H oxidase subunit % p22phox®] 2H&
& dAste ¥ 4445 9 MAPK 8435 dAsta, 33502 AXe F4& AAFE A4
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