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Background : Immunologic mechanisms with various interrelated cytokines underlie the pathogenesis of glomer-
ulonephritis (GN). Many studies have demonstrated the effects of gene polymorphisms on the development of
GN. This study was attempted to investigate the effects of gene polymorphisms on the development of GN by
analyzing gene polymorphisms of interleukin (IL)—18, transforming growth factor (TGF)— £ and vascular endo-
thelial growth factor (VEGF) in Korean patients with primary GN.

Methods : This study included 146 normal subjects (Control group) and 78 patients (GN group) who were
diagnosed with primary GN by kidney biopsy at Kyungpook National University Hospital between October 2004 and
July 2006. Gene polymorphisms of IL=18 (=607A/C, —137G/C), TGF— B (=509C/T, 869T/C) and VEGF (—2578
C/A, 405C/G) were investigated with DNA extracted from peripheral blood.

Results : Significant differences in genotype frequency and allele frequency between the GN and control group
were observed in the analysis of IL—18 A—607C and VEGF C405G. The frequency of the IL—18 —607CC genotype
was significantly increased in the GN group (p=0.006, odds ratio=2.319), and the frequency of the VEGF 405GG
genotype was significantly increased in the GN group (p=0.003, odds ratio=2.447). No significant differences
were observed in the genotype distributions of cytokine gene polymorphisms in the GN group with and without
proteinuria of 1.0 g/day or more. And, no significant differences were observed in the genotype distributions of
these polymorphisms in the GN group with and without GFR of 60 ml/min or more. Linkage disequilibrium
coefficients between polymorphisms indicated that investigated polymorphisms of IL—18 (D =0.90) were in tight
linkage. AG haplotype was significantly lower in the GN group than in the control group (29.5% vs. 39.4%, p=
0.023), whereas CG haplotype was significantly higher in the GN group than in the control group (60.3% vs.
46.9%, p=0.003).

Conclusion : The results of this study suggest that gene polymorphisms of IL—18 and VEGF may be related to
the susceptibility and development of primary GN. Further studies with a larger sample size are needed to
confirm our results.
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