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Fig. 1. The current model for the biogenesis and post-transcriptional sup-
pression of miRNAsand small interfering RNAs. The nascent pri—

miRNA (pri-miRNA) transcripts are first processed into

-70-nu-

cleotied pre-miRNAs by Drosha inside the nucleus. Pre-miRNAs are
transported to the cytoplasm by Exportin 5 and are processed into
miRNA ' miRNA duplexes by Dicer. Dicer also processes long dsRNA
molecuies into small interfering RNA (siRNA) duplexes. Only one
strand of the miRNA:miRNA duplex or the siRNAduplex is
preferentially assembled into the RNA-induced silencing complex

(RISC),

which subsequently acts on its target by translational

repression or miRNA cleavage, depending, at least in part, on the
lecel of complementarity between the small RNA and its target. ORF,

open reading frame (Cited from 11).
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A  miR-302b*~302b~302¢c*~302¢c~302a*~302a~302d~367 (chromosome 4)

Template

”
o e ] o

3

miR-302b" and 302b CAACTTTAACATGGAAGTGCTTTCTGTG--ACTTTAAAAGTAAGTGCTTCCATGTTTTAGTAGGA-
miR-302¢* and 302¢ --GCTTTAACATGGGGGTACCTGCTGTG-TGAAACAAAAGTAAGTGCTTCCATGTTTCAGTGGAGG
miR-302a* and 302a ---CTTAAACGTGGATGTACTTGCTTTGAAACTAAAGAAGTAAGTGCTTCCATGTTTTGGTGATGG

miR-302d

concensus

B miR-371~372~373*~373 (chromosome 19)

--ACTTTAACATGGAGGCACTTGCTGTGACATGACAAAAATAAGTGCTTCCATGTTTGAGTGTGG-
kkk kR kkk ok k ok kk ko

ok Rkkk ok kkk Rokkokkkdkkk kK
TAAGTGCTTCCATGTTTNNGTNN

g y

Template i —} =
miR=371 TGTGGCACTCAAACTGTGGGGGCACTTTCTGCTCTCTG-GT--GAAAGTGCCGCCATCTTTTGAGTGTTA
miR-372 TGTGGGCCTCAAA-TGTGGAGCACTATTCTGATGTCCA-AGTGGAAAGTGCTGCGA-CATTTGAGCGTCA

miR-373* and 373 -GGGATACTCAARATGGGGGCGCTTTCCTTTTTGTCTGTACTGGGAAGTGCTTCGA-TTTTGGGGTGTCC

* % Kk kkk Kk k%
concensus

* ok ok ko okkk kkk * % %k ok k k%
GTGCNNCNA-NNTTNGNGNGT

Fig. 2. Multiple sequence alignment of thegenomic DNA segments corresponding to the
miRNA clusters. (A) miR-302b, miR-302bx, miR-302c, miR-302c*, miR-302a,
miR-302a*, miR-302d, miR-367 (chromosome 4). (B) miR-371, miR-372, miR-373,
miR-373% (chromosome 19). The positions of dominantly expressed mature miRNAs
are highlightedin red and the positionsofiveakly expressed mature miRNAs are
shown in blue. Conserved residues are indicated with asterisks. Sequences were
aligned with CLUSTALW and manually refined (Cited from 44).
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